Graph
Factor effect (Antibiotic) Factor effect (MPTP) Interaction effect (Antibiotic × MPTP) Bacteroidetes F (1, 36) = 12.695, P = 0.001 F (1, 36) = 21.180, P < 0.001 F (1,36) = 1.806, P = 0.187 Firmicutes F (1, 36) = 14.284, P = 0.001 F (1, 36) = 20.353, P < 0.001 F (1, 36) = 2.272, P = 0.140 Proteobacteria F (1, 36) = 40.495, P < 0.001 F (1,36) = 1.034, P = 0.316 F (1, 36) = 0.190, P = 0.665 Deferribacteres F (1,36) = 10.911, P = 0.002 F (1,36) = 3.872, P = 0.057 F (1,36) = 3.948, P = 0.055 TM7 F (1,36) = 10.916, P = 0.002 F (1,36) = 10.916, P = 0.002 F (1,36) = 10.916, P = 0.002 F (1,36) = 14.097, P = 0.001 F (1,36) = 9.975, P = 0.003 F (1,36) = 9.975, P = 0.003 Enterococcus casseliflavus F (1,36) = 6.743, P = 0.014 F (1,36) = 5.058, P = 0.031 F (1,36) = 5.058, P = 0.031 Bacteroides sp. TP-5 F (1,36) = 7.426, P = 0.010 F (1,36) = 4.685, P = 0.037 F (1,36) = 4.747, P = 0.036
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